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Legend Fig. S1: Detection of IQGAP isoforms in control and in IQGAP KO cell clones 

by immunofluorescence staining and confocal microscopy. A. Control and IQGAP1KO 

Huh-7 cells were fixed and stained using a rabbit-anti-IQGAP1 antibody and a goat 

anti-rabbit Alexa Fluor 488-conjugated antibody, nuclei were stained with dapi. B. 

Control and IQGAPallKO Huh-7 cells were fixed and stained using a rabbit-anti-IQGAP2 

antibody and a goat anti-rabbit Alexa Fluor 488-conjugated antibody, nuclei were 

stained with dapi. C. Control and IQGAP3KO Huh-7 cells were fixed and stained using 

a rabbit-anti-IQGAP3 antibody and a goat anti-rabbit Alexa Fluor 488-conjugated 

antibody, nuclei were stained with dapi. D. MARV infected Huh-7 cells were fixed 24 h 

p.i. and stained for NP with a chicken anti-MARV NP antibody and a secondary goat 

anti-chicken-Alexa Fluor 594-conjugated antibody. IQGAP isoforms were stained using 

specific primary and secondary antibodies as indicated in A.-C and nuclei were stained 

with dapi.  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Figure S2 

 



Legend Fig. S2 Characterisation of IQGAP KO cell clone phenotypes. A. Protein 

expression levels of IQGAP isoforms in Huh-7 KO cell clones. Cell lysates of indicated 

IQGAP KO cell clones were subjected to western blot analysis using IQGAP isoform-

specific antibodies. Protein loading was assessed by immunodetection of GAPDH or 

tubulin. B. Control and Huh-7 cell clones were left untreated or transfected with 

indicated GFP-tagged IQGAP expression plasmids. Cells were fixed, stained with 

Phalloidin-670 and subjected to confocal imaging. Images were analysed using 

FiloQuant plugin of ImageJ for filopodia density and C. filopodia length. At least 10 

cells were analysed per condition and statistical significance was assessed using 

Tukey´s multiple comparisons test with an adjusted p-value defined as follows p≤0.01 

(*), p≤0.01 (**), p≤0,001(***), p≤0,0001 (****) and nonsignificant differences are not 

shown. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Figure S3 

 



Legend Fig. S3 Analysis of MARV capacity to propagate in IQGAP KO cell clones. A. 

Western blot analysis of MARV NP protein expression in lysates from the IQGAP KO 

Huh-7 cell clones used in the minigenome assay. NP-specific antibodies were 

employed to detect NP expression. GAPDH staining served as a loading control. B. 

Western blot analysis of NP protein expression and GFP or GFP-IQGAP isoform 

expression in lysates from transfected IQGAPallKO cells used in the minigenome assay. 

Tubulin staining was used as a loading control. C. Exemplary Western blot of culture 

supernatants and GAPDH-normalized cell lysates from MARV-infected IQGAP 

knockout (KO) cell clones (MOI = 1), using antibodies specific for nucleoprotein (NP) 

and matrix protein VP40. GAPDH served as a loading control to confirm equal protein 

input across cell lysates and serum albumin in the supernatants. D. Quantification of 

NP and VP40 released into the supernatants from four independent experiments, 

performed using ImageLab software. Data are normalized to the control, which was 

set to 100%. Statistical significance was assessed using Tukey´s multiple comparisons 

test with an adjusted p-value defined as follows, p≤0.01 (*), p≤0.01 (**), p≤0,001(***), 

p≤0,0001 (****) and nonsignificant differences are not indicated.  

 

 


