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Cliff’s delta effect size analysis
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stratified into the morphologically and biologically distinct ‘classical’ and ‘basal

like’ subtypes, which are characterized by differential expression of GATA6 and CK5, 

(O’Kane et al., 2020)
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(D’Cruz et al., 2009; McLane et al., 2013)
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*R packages were cited according to the output of the ‘citation()’ function in R.
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carefully. Subsequently, 10μl of the dilution were
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uction = “pca”, new.reduction “integrated.cca,” and 

= “integrated.cca”

“cca_clusters”.

reduction = “integrated.cca”

“umap.cca”.

identity to “cca_clusters” using the `I

the parameters slot = “data”, only.pos = TRUE, min.pct = 0.25, 



–⁺

absolute log2 fold change ≥ 0.2 (log2fc.threshold = value ≤0.01 

(“umap.cca”) and cluster assignment from



“aucell_regulonAUC”. Regulon names were harmonized by matching the row 

Seurat’s `NormalizeData()`function. Normalized RNA expression



–

–

–

–

was performed using the CellMarker 2024 database under the “Cell Types” category.
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ORγt was 

manufacturer’s instructions

and RORγ



er’s

carried out using Olink’s standard analysis pipeline.

’s

unequal variances. Post hoc pairwise comparisons were conducted using Dunnett’s T3

Dunn’s post hoc test 



– ⁺ ⁺
⁺ ⁺ high (≥30 ⁺ ⁺

–

fc_cl2(fc_cl1+fc_cl2)

Cliff’s delta effect size analysis

cell level, effect size analysis was performed using Cliff’s delta (δ), a nonparametric 

Cliff’s delta estimates the difference between 

effect size δ ranges from 



absolute value of δ as implemented in the effsize package negligible (|δ| < 

0.147), small (0.147 ≤ |δ| < 0.33), medium (0.33 ≤ |δ| < 0.474), and large (|δ| ≥ 0.474).

Cliff’s delta 

cluster comparisons, Cliff’s delta analysis was applied to assess 

Positive Cliff’s delta values indicate higher signature 

classical hypothesis tests, Cliff’s delta was used as the primary metric for interpretation. 
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consultation regarding the use of Cliff’s delta effect size analysis.
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pairwise Cliff’s delta effect sizes illustrate differential signature enrichment between clusters. (
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